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Introduction Registration data to SSBD:repository

B SSBD (Systems Science of Biological Dynamics; Tohsato et al. 2016) is an 1. Request for data registration — e-mail to ssbd-repos@ml.riken.jp
infrastructure for sharing and reusing bioimages and biological dynamics data 2. Filling in essential metadata in MS Excel format
B SSBD database is an added-value database (AVDB) for bioimages and biological 3. Transfer of data and metadata via RIKEN Box, USB HDD, etc.
dynamics data that are highly reusable, taken by state-of-art microscopy, or 4. Cite issued DOI (Digital Objects Identifier) for the dataset in your paper
large-scale data through systematic experiments, with rich metadata
B SSBD repository is a quickly sharing service for all kinds of bioimaging data for ~ Auher % % %
. . . . ata producer x x x
published or to-be-published papers, with essential metadata -
. . . quest for data registration Filling in metadata load data
B Developing a global sharing system among Japan, Europe, and North America, s\s%drepos@mlrlkenlp
for sharing and reusing bioimages and their metadata

iP

H T X v
<« C  “ https //ssbd.riken.jp/ 2 4 » 0 ’] : Ja pa n

8 8 8

Repository
Reuse of data
e el Vs Dt B Search dataset with metadata — biosample info, paper info, ontologies
aaaaaaaa N — 5 B Access data and metadata via AP
e — > B Preview and process of bioimages on web via OMERO
| Furope ' (AVDB) usa B Visualization of biological dynamics data on web
4 .
1 EMPIAR 4% Search dataset with metadata
Quantitative Data . 4
Biolmage (Repository)
Archive
Bioimaging data Biological dynamics data
Download OMERO AP] Download
Resources Bio-Formats Workflow Software tools
B Bioimaging data — original, unprocessed data T
B Biological dynamics data  — analyzed, quantitative (numerical) data
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. , , , , B Bioimaging data — Original, unprocessed data (supported by Bio-Formats)
Examples of bioimaging data Examples of biological dynamics data g Biological dynamics data — BDML/BD5 format
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' | Example of workflow (Kyoda et al. 2015; 2020)
: il coorEer s Future works
X e, B Easy data registration for SSBD:repository

(Ding et al. 2018) (Ueda et al. 2018) (Ihara et al. 2018) |nteg ration 1o ClOUd SyStemS

. B Support for OME-NGFF (Next Generation File Format)

B Development of BD-zarr, next generation biological dynamics data format
(Bansod et al. 2017) (Yoshida et al. 2015) (Yano et al. 2013)

.

B Sharing workflows, Provide for workflow engine
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