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Systems Science of Biological Dynamics database (SSBD:database) is an added-value database for biological dynamics. It e *4 ﬁﬂ g y
provides a rich set of open resources for analyzing quantitative data and microscopy images of biological objects, such as single- N e S e a
molecule, cell, tissue, individual, etc., and software tools for analysis. Quantitative biological data and microscopy images are collected () & P s
from a variety of species, sources, and methods. These include data obtained from both experiments and computational simulations. = >
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Find the dataset from the search box above, or see the dataset list on the Resources. p
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SSBD:database started operation in 2013, under the Life Science Database Integration Project National Bioscience Database Center W —
(NBDC) Japan Sci and Technology Agency (JST). ‘
. N g

Currently, this databas supported JST NBDC Grant Number JPMJND2201, Life Science Database Integration Project (Database
Itg ation Co d ation Pro: gam)Dp artment of NBDC Program, JST.
The database is also funded by RIKEN and Grant-in-Aid for Scientific Research from the Ministry of Education, Culture, Sports, Science, Tweets from @ssbd_en Ad d d V | D t b
and Technology of Japan (MEXT). - e a u e a a a S e
For the overview of the SSBD:database/repository, please refer to the paper, Tl SSBD:database | SSBD:repository Retweeted

Tohsato, Y., Ho, K. H. L., Kyoda, K., and Onami S. (2016) "SSBD: a dataset of quantitative data of spatiotemporal dynamics of biological a Naoya Hino @NaoyaHino - Sep 29 L4
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A simple SSBD wrapper API to access images
In [0]: source = "sshd"
P LASESTJ%LIma%it:’;/(s:éd ét))c iken.jp/image/"
(Ding et al. 2018) (Ueda et al. 2018) (Ihara et al. 2018) ;Eiﬁﬁmymﬂﬁgyx; oy

metadataApi = BASE_URL+"webclient/imgData/"
fmt = "?format=json;"

# getting an image from SSBD given a image id, z and t
def get_image(self, id, z, t):
parameters = self.imageApi+str(id)+'/"'+str(z)+'/"+str(t)
print(parameters)
resp = requ ests get(pa rameters)
if resp.status_code != 200:
# This means someth ing went wrong
sys.exit()
imgdata = cv2.cvtColor(np.array(Image.open(ByteslO(resp.content))), cv2.COLOR_RGB2GRAY)
return imgdata
def get_metadata(self, id):
pa ramet self.metadataApi+str(id)
p t(pa amete rs)
esp = requests.get(parameters)
f resp.status_ code 200:
# This means something went wrong
sys.exit()

(Bansod et al. 2017) (Yoshida et al. 2015) (Yano et al. 2013) T

In [3]: maged 33724
if sou

"idr"
|mag d 1884821
ssbdimg = ssbd_image_api()
example_img = sshdimg.get_image(imageid, 0, 0)

http://ssbd.qgbic.riken.jp/image/webgateway/render_image/33724/0/0

In [4]: plt.imshow(example_img, 'gray')
Out[4]: <matplotlib.image.AxesImage at 0x7f25dbe63f60>

1 . @
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<scaleUnit>
<tScale>20</tScale>
<tUnit>second</tUnit>
</scaleUnit>
<component>

<componentID>100</componentID>

<time>1l</time>
<measurement>

<point><xyz><x>10.32</x><y>30.42</y><z>18.32</z></xyz></point> Iobjectl———O 1’{
</measurement> ___,/{

______________________________________________________________

</component>
<component>

<time>2</time>
<prevID>100</prevID>
<measurement>

<componentID>101</componentID> Tm_ 0 IE' 00000
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<point><xyz><x>9.57</x><y>32.05</y><z>14.91</z></xyz></point>

</measurement>
</component>
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